Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.002 Å; R factor = 0.035; wR factor = 0.099; data-to-parameter ratio = 13.8.
In the title methaqualone analogue, C 16 H 13 N 3 O 3 , the 2-tolyl group is almost orthogonal [dihedral angle = 85.20 (5) ] to the fused ring system (r.m.s. deviation of fitted non-H atoms = 0.029 Å ). In the crystal, twofold symmetry generates twomolecule aggregates linked by C-HÁ Á ÁO andinteractions [ring centroid-centroid distance = 3.4967 (6) Å ].
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Experimental
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Figure 1
The molecular structure of (I) showing displacement ellipsoids at the 50% probability level.
Figure 2
A view of the two-molecular aggregate in (I) sustained by C-H···O and π-π interactions shown as orange and purple dashed lines, respectively. supplementary materials sup-3 Acta Cryst. (2012). E68, o863
Figure 3
A view of the assembly of two-molecule aggregates in the bc plane in (I). The C-H···O and π-π interactions are shown as orange and purple dashed lines, respectively.
Figure 4
A view in projection down the a axis of the unit-cell contents of (I). The C-H···O and π-π interactions are shown as orange and purple dashed lines, respectively. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
2-Methyl-3-(2-methylphenyl)-7-nitroquinazolin-4(3H)-one
R int = 0.013 θ max = 76.6°, θ min = 4.4°h = −18→17 k = −20→18 l = −10→16 Refinement Refinement on F 2 Least-squares matrix: full R[F 2 > 2σ(F 2 )] = 0.035 wR(F 2 ) = 0.099 S = 1.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq O1 0.59490 (6) 0.19268 (5) 0.43782 (7) 0.0250 (2) O2 0.65765 (7) 0.61062 (5) 0.45232 (9) 0.0338 (2) (15) 
